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Crystal position by priority (cane id and position e.g. Msch1 / b+1) - please tick of measured crystals!

Datasets basic folder:
collection processing comment
1. prefix
A A A ° A resolution
dist mm  exp s / A % completness
anisotropic? [Y]/[N]
® ° / ° anomalous? [Y]/[N]
Transmission Dose MGy
2. prefix
A A A ° A resolution
dist mm  exp s A __ % completness
anisotropic? [Y]/[N]
0] - ° / ° anomalous? /
Transmission Dose MGy
3. prefix
A A Ag ° A resolution
dist mm  exp S A % completness
anisotropic? [Y]/[N]
® - ° / ° anomalous? [Y]/[N]
Transmission Dose MGy
4, prefix
A A A ° A resolution
dist mm  exp s A __ % completness
anisotropic? [Y]/[N]
0] - ° / ° anomalous? /
Transmission Dose MGy




collection processing comment
5. prefix
A A A ° A resolution
dist mm  exp s A ___ % completness
anisotropic? [Y]/[N]
[0} - ° anomalous? /
Transmission Dose MGy
0. prefix
A A A ° A resolution
dist mm  exp s _ % completness
anisotropic? [Y]/[N]
0] - ° anomalous? /
Transmission Dose MGy
7. prefix
A A A ° A resolution
dist mm  exp s % completness
anisotropic? [Y]/[N]
[0} - ° anomalous? /
Transmission Dose MGy
8. prefix
A A A ° A resolution
dist mm  exp s % completness
anisotropic? [Y]/[N]
0] - ° anomalous? [YI/[N]
Transmission Dose MGy
9. prefix
A A A ° A resolution
dist mm  exp s % completness
anisotropic? [Y]/[N]
[0} - ° anomalous? /
Transmission Dose MGy
10. prefix
A A A ° A resolution
dist mm  exp s _ % completness
anisotropic? [Y]/[N]
0] - ° anomalous? /
Transmission Dose MGy
1. prefix
A A A ° A resolution
dist mm  exp s % completness
anisotropic? [Y]/[N]
[0} - ° anomalous? /
Transmission Dose MGy




